a leucine auxotrophic marker followed by the gene coding for firefly luciferase were cloned in between 1 kb each of the 5' UTR and the 3' UTR of carRP, which were used as flanks for homologous recombination after linearization of the plasmid by Cfr9I (XmaI) digestion. Restriction sites (BglII, PstI) and the site for probe hybridization are shown. Expected fragment length to be identified upon proper integration at the carRP locus are 4.6 kb and 5.3 kb. (B) Southern analysis. Genomic DNA of individual transformants was digested with BglII and PstI, respectively, separated on a 0.8 % agarose gel (lower panels) and blotted onto nylon membranes. To determine fragment size, DIG-labelled marker VII (Roche; M) was used; the length of selected marker bands is indicated. Please note that the 3' restriction sites yielding the detected fragments are located outside the sequence provided for homologous recombination and thus are specific for the carRP locus. Specimen were fixed in formalin 72 h after infection with 10 6 spores of R7B_luc and embedded in paraffin. Tissue sections were prepared at a thickness of 3.0 µm and stained with Grocott silver stain to optimize visualisation of fungal elements. 
